The 4-dihydropyrimidin-2(1H)-one moiety of the title molecule, C 16 H 16 N 2 O 2 , displays a half-chair conformation. The least-squares mean plane through this heterocycle is almost perpendicular to the aromatic ring [dihedral angle = 89.52 (8) ] and to the prop-2-ynyl chain [C-C-N-C torsion angle of À73.2 (2) ]. The mean plane through the acetyl group makes a dihedral angle of 30.93 (10) with the mean plane of the heterocycle. There is an intramolecular C-HÁ Á ÁO hydrogen bond forming an S(6) ring motif. In the crystal, molecules are linked by pairs of N-HÁ Á ÁO hydrogen bonds forming inversion dimers.
The 4-dihydropyrimidin-2(1H)-one moiety of the title molecule, C 16 H 16 N 2 O 2 , displays a half-chair conformation. The least-squares mean plane through this heterocycle is almost perpendicular to the aromatic ring [dihedral angle = 89.52 (8) ] and to the prop-2-ynyl chain [C-C-N-C torsion angle of À73.2 (2) ]. The mean plane through the acetyl group makes a dihedral angle of 30.93 (10) with the mean plane of the heterocycle. There is an intramolecular C-HÁ Á ÁO hydrogen bond forming an S(6) ring motif. In the crystal, molecules are linked by pairs of N-HÁ Á ÁO hydrogen bonds forming inversion dimers.
Structure description
In past decades, dihydropyrimidinones (DHPMs) and their derivatives have attracted considerable interest due to their heterocyclic scaffold and interesting pharmacological properties such as antiviral, antitumor, anti inflammatory as well their applications as calcium channel blockers and anticancer drugs (Ali et al., 2016; Desai et al., 2016; Xue et al., 2016; Dalil et al., 2016; Dhumaskar et al., 2014; Jetti et al., 2014) . Different strategies have been used for the modification of 3,4-dihydropyrimidine-2(1H)-ones. For instance, N-alkylation is one of the most usable but other methods include mild base Cs 2 CO 3 , K 2 CO 3 (Putatunda et al., 2012) , the Mitsunobu-type reaction (Dallinger & Kappe, 2002) , or phase-transfer catalysis (Singh et al., 2009) . Unfortunately, these strategies suffer from the disadvantage that the procedures need to be carried out in harsh conditions. In this data reports article, we present a convenient approach for the preparation of an N1-alkylated DHPM derivative as a major product using potassium t-butoxide in DMF at room temperature.
The molecule of the title compound is built up from a 3,4-dihydropyrimidin-2(1H)-one ring linked to an acetyl group, one prop-2-ynyl chain and to methyl and phenyl groups as shown in Fig. 1 . The dihydropyrimidine ring adopts a halfchair conformation as indicated by the total puckering amplitude Q 2 = 0.3602 (15) Å , and spherical polar angle = 106.8 (2) with '2 = 10.5 (2) . The dihedral angle between the mean plane passing through the heterocycle and that through the aromatic ring is 89.52 (8) . The prop-2-ynyl chain is nearly perpendicular to the mean plane of the dihydropyrimidine ring, as indicated by the C9-C8-N1-C4 torsion angle of À73.2 (2) . The molecular conformation is stabilized by an intramolecular C-HÁ Á ÁO hydrogen bond (Table 1) , forming an S(6) ring motif. In the crystal, molecules are linked together by pairs of N-HÁ Á ÁO hydrogen bonds, forming inversion dimers (Fig. 2 , Table 1 ).
Synthesis and crystallization
The title compound was prepared in good yield (70%) through condensation of 5-acetyl-6-methyl-4-phenyl-3,4-dihydropyrimidin-2(1H)-one (1 g, 4.34 mmol) with propargyl bromide (0.73 ml, 9.55 mmol) in the presence of potassium t-butoxide as a base in N,N-dimethylformamide (DMF, 10 ml) at room temperature for one h. After completion of the reaction (TLC), the product was extracted with ethyl acetate and washed with water (2 Â 20 ml), the organic layer separated and dried over anhydrous sodium sulfate and the solvent was removed under reduced pressure. The resulting crude product was purified by a column packed with silica gel. The obtained product was crystallized by slow evaporation of n-hexane/ ethyl acetate (7:3 v/v) mixture, m.p. 424 K. Table 1 Hydrogen-bond geometry (Å , ). Symmetry code: (i) Àx þ 1; Ày þ 1; Àz þ 1.
Figure 2
Crystal packing of the title compound, showing molecules linked through N-HÁ Á ÁO hydrogen bonds (dotted lines).
Figure 1
The molecular structure of the title compound, with displacement ellipsoids drawn at the 50% probability level. The intramolecular hydrogen bond is shown as a dashed line. The confirmation of the synthesized compound was performed by spectroscopic techniques. The compound showed signals in its 1 H NMR spectrum ( 
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Two outliers (200, 110) were omitted in the last cycles of refinement.
data-1
IUCrData (2017). 2, x171802 full crystallographic data IUCrData (2017) . 2, x171802 [https://doi.org/10.1107/S2414314617018028] -6-methyl-4-phenyl-1-(prop-2-ynyl)-3,4-dihydropyrimidin-2(1H) 
5-Acetyl

Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
data-2
IUCrData (2017). 2, x171802 Refinement. All H atoms were placed geometrically and isotropically refined with C-H = 0.93-0.98 Å, N-H = 0.86 Å, and with U iso (H) = 1.2 U eq (C, N) or 1.5 U eq (C) for methyl H atoms. A rotating model was used for the methyl groups.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.37406 (10) 0.29201 (18 (14) 0.0571 (11) −0.0056 (11) 0.0301 (10) 0.0089 (10) C2 0.0586 (9) 0.0570 (9) 0.0511 (9) −0.0103 (7) 0.0057 (7) 0.0122 (7) data-3
IUCrData (2017). 2, x171802 C3 0.0382 (7) 0.0428 (7) 0.0473 (8) −0.0046 (5) 0.0048 (6) 0.0070 (6) C4 0.0380 (7) 0.0426 (7) 0.0560 (9) −0.0023 (6) 0.0071 (6) 0.0068 (6) C5 0.0386 (7) 0.0504 (8) 0.0552 (9) −0.0059 (6) 0.0101 (6) 0.0078 (7) C6 0.0413 (7) 0.0419 (7) 0.0404 (7) −0.0077 (5) 0.0039 (6) 0.0016 (6) C7 0.0699 (11) 0.0420 (8) 0.0797 (12) 0.0004 (8) 0.0107 (9) 0.0044 (8) C8 0.0777 (12) 0.0605 (10) 0.0713 (11) −0.0010 (9) 0.0380 (10) −0.0101 (9) C9 0.0905 (14) 0.0508 (9) 0.0465 (9) −0.0035 (9) 0.0206 (9) −0.0069 (7) C10 0.1027 (17) 0.0762 (14) 0.0599 (12) −0.0077 (12) 0.0005 (11) −0.0086 (10) C11 0.0432 (7) 0.0411 (7) 0.0405 (7) −0.0043 (6) 0.0077 (6) 0.0031 (6) C12 0.0630 (10) 0.0492 (9) 0.0643 (10) −0.0009 (7) 0.0040 (8 (9) 0.0546 (9) −0.0004 (7) 0.0039 (7) −0.0107 (7) N1 0.0504 (7) 0.0467 (7) 0.0537 (7) −0.0039 (5) 0.0180 (6) −0.0010 (6) N2 0.0425 (6) 0.0443 (6) 0.0556 (8) −0.0130 (5) 0.0087 (5) 0.0035 (6) O1 0.1257 (13) 0.0719 (9) 0.0762 (9) 0.0121 (8) 0.0239 (9) 0.0339 (8) O2 0.0714 (8) 0.0715 (8) 0.0659 (7) −0.0185 (6) 0.0294 (6) 0.0075 (6) Geometric parameters (Å, º) 
